* Childhood z-score is the highest age and sex adjusted z-score from an exam at age <20yrs. For Presentation, the Z-scores were sex and age (female, 12yr) standardized to a BMI scale.
. Characteristics of non-diabetic subjects genotyped in Sample 1 (subset for whole exome sequencing, n=177). Males Females N 325 (103) 230 (74) Age range (yrs) 18-46 (18-35) 18-42 (18-36) Mean Age (yrs) ± SD 26.7 ± 6.3 (23.3 ± 4.5) 26.9 ± 5.9 (25.3 ± 4.9)
Mean BMI (kg/m 2 ) ± SD 32.8 ± 7.6 (32.0 ± 7.4) 34. 3 ± 7.3 (25.3 ± 4.9) Mean PFAT (%) ± SD 28.1 ± 7.4 (27.4 ± 8.1) 38.2 ± 6.4 (39.7 ± 5.0)
Mean log 10 of glucose disposal rates during insulin infusions (mg·kg EMBS* -1 · min -1 ) ± SD 0.56 ± 0.14 (0.46 ± 0.16) 0.54 ± 0.10 (0.37 ± 0.08)
Mean log 10 acute insulin response † (µU/ml) ± SD 2.32 ± 0.28 (2.37 ± 0.27) 2.32 ± 0.28 (2.37 ± 0.22)
Mean 2-hour plasma glucose concentrations (mg/dl) ± SD 114.9 ± 28.4 (111.0 ± 29.5) 132. 4 ± 29.9 (132.4 ± 29.3) Disposition index † (mg·kg ·µU EMBS* -1 · min -1 ml -1 ) ± SD 906.4 ± 517.1 (1018.5 ± 550.8) 882.6 ± 566.6 (957.1 ± 540.0) *EMBS= estimated metabolic body size; † only full-heritage Pima Indians with normal glucose tolerance (N=297) were analyzed for AIR and disposition index. 79% Nondiabetic (47% male) 24.9 ± 11.9 33.5 ± 8.4
Maximum recorded BMI 3038 100% Nondiabetic (45% male) 27.3 ± 10.5 34.0 ± 8.4
Maximum childhood z-score * 3040 100% Nondiabetic (46% male) 13.7 ± 3.8 0.3 ± 1.2 * Childhood z-score is the highest age and sex adjusted z-score from an exam at age <20yrs. For Presentation, the Z-scores were sex and age (female, 12yr) standardized to a BMI scale. Figure S1 . Genotyping strategy. R: risk allele based on the trait with the best p value, NR: non-risk allele, fR: frequency of risk allele, PFAT: percent body fat, Log 10 M: logarithmic value of glucose disposal rate during insulin infusion, 2-hr glucose: 2-hour plasma glucose concentrations in response to a 75g OGTT, Log 10 AIR: logarithmic value of acute insulin response to a 25g intravenous glucose bolus, $ Maximum recorded BMI is defined as the highest BMI measured at a longitudinal exam at which the subject was non-diabetic and >15 years of age, § Childhood z-score is the highest age and sex adjusted Z score from an exam at age<20 yr. * p values were adjusted for age, sex and nuclear family membership; † p values were adjusted for age, sex, PFAT and nuclear family membership; ‡ analysis is restricted to full-heritage Pima Indians who are normal glucose tolerant and p values were adjusted for age, sex, PFAT, nuclear family membership and Log 10 M (for AIR only).
¥ p values were adjusted for age, sex, birth year, nuclear family membership. p≤0.05 was highlighted in bold. SNPs shown in Table 1 R: risk allele based on the trait with the best p value, NR: non-risk allele, fR: frequency of risk allele, $ Maximum recorded BMI is defined as the highest BMI measured at a longitudinal exam at which the subject was non-diabetic and >15 years of age, § Maximum childhood z-score is the highest age and sex adjusted z score from an exam at age<20 yr. * p values were adjusted for age, sex, birth year, nuclear family membership and the estimate of admixture. ¥ p values were adjusted for age, sex, birth year, nuclear family membership. £ p values were adjusted for age, sex, birth year, nuclear family membership and estimated admixture. p≤0.05 was highlighted in bold. SNPs shown in Table 1 are highlighted in bold.
